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BHOREA N =L AICOWTIREICY 37T 39N
ITWIE SN TE 205, L DN R BEMRKOM L D
W e AL A D EETH S, D70 FHKA
X, 7% KT 349X Gryllus bimaculatus (EHBE - 3%
OXE) #ETNE LTHIREEIT>C&s /20 34
0 F 7% EORTEAEERER R R O LR O ML UM A "]
BRECHVHFEANALOMBICOERATH S, 2NF
TIZ, REICBWTRNA THER P ATV 2=y 7
AR DOVEBLFEANT & #ESL Ly B n T-HEBEIRAT O A 1) 2 i
ZHESE L C &7 (Mitoetal., 2011; Nakamura et al., 2010) o

) LEREDOWIZE R S HICKRE S® L0, TES
J LAWREHM A EANLIEH % O T2, ZFNs X
TALENs & fiVC, R EHRGROBERT /v o 77 M
HVEEIZ a7 P a o NSO RBTHO THRIIL 72
(Watanabe et al., 2012), & 5 12, CRISPR/Cas9 ¥ A 7 4
W& BT 7 AREICHD LA TS, CRISPR/Cas9 ¥ A
TAEDHEET /v 7T NEAT) 20, BEEOE
BEETICOWTHA FRNAZTH A Y L, ZREn
Cas9mRNA & 2 a4 a FIINFEMEA L2 1 P
7 varBRICBWT, ENEERTNOEFEOL AL
ADSHERR S 720 ARFERYINOEHEATSHIZONT D,
ZFNs % TALENs O34 & ) B 1w W EAI A S 17z,
WA BT AT O EREOREIRE LKA FET, KE
ERIK %157 (Awata et al., 2015) . AHi/ S ¥ — VL&
= Hox #{nT 7% EOFAEREELTIZ DWW TR
PIEONIRFEAEIZ BT 2 BIETHREZHLNIITL 2 L
WT&E72. EHI1Z, CRISPR/Cas9 ¥ A7 Az HWT, 3E
HE KRS (NHE]) =4 L7c@mTs/ v o214 r0hk
% #5572 (Mito et al., manuscript in preparation) o 48 F-
FHICLD GFP BT ORI LY M EENEETOT
FUICEANLBRTEHET S LT EREIC K
%y 7T MAROBBAS TR e o720 F/20 TV
NI =Ty TREOIER L TEETH A Z LHREN
2o BHEETFOZ NV =5y FI2EBHEBL
K=& =2k % 72 EFA B T O in vivo SEIRMAT 72
ENDOEHRREE NS (Fig. 1o

INSOBEET /v T 2y A Ui ER
LT, AT aFoRsALHEAICED L4 2E
ETORBLEEREROBIT xED T2, — 7T,
CRISPR/Cas9 Y AT L THINF TOFREEN—RI2a
YFEATaF NI v TN EDIVEELRYT ) AL
ZEVZH) LA, ANEEERREROET VI AT LAELT
OHFEMREEED TV &V,
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Fig.1 Enhancer-trap strategy for generating expression-reporter crickets. The knock-in donor vector including a reporter gene (GFP in
this figure) is integrated into a site upstream of the target gene via NHE]-based DNA repair. As aresult, the reporter gene is expressed
under control of the target gene enhancer.




